. Maps of differential expression and of significance. The small maps visualize differential expression between all pairwise combinations of classes (a) and the respective significance maps (b) which color code the log p-values extracted from a shrinked t-test [1] . Differential expression was calculated separately for each pixel of the SOM. The large maps assign the spots (a) and significance level of co-expression of the genes in each of the spots as estimated using a multitest adjusted q 2 -correlation test (b, [2]). The maps enable us to
identify regions of significant differential expression for each pairwise combination of classes. One sees that spots and associated genes show significant differential expression between selected classes, especially in the left (Q3 and Q4: spots D-F) and the lower (Q2: spots A, B, and J) part of the map. 
